Harvard Forest Data Archive HF445-01
Data File:

Name = hf445-01-microbial-sampling.csv

Description = microbial sampling data

Rows =17 Columns =9

MD5 checksum = 64e48b0e497962fe7d6ce7d72856¢cdb8

Variables:

sampling_date = date of sample collection from pitchers

sampling_year = year of sample collection from pitchers

sampling_day = day of sample collection from pitchers (nominalDay)

colonies = number of colonies isolated from each sample
(dimensionless)

colonies_identified = number of colonies from each sample for which
the Internal Transcribed Spacer (ITS) region of ribosomal RNA-coding
DNA was sequenced (dimensionless)



Variable Min Median Mean Max NAs

sampling_dat 2021-06-22 2022-07-20 2022-07-03 2023-06-30 0
sampling_yea 2021.000 2022.000 2022.000 2023.000 0
sampling_day 20.000 22.000 24.235 30.000 0

colonies 2.000 6.000 6.941  12.000 0

colonies_ide 0.000 0.000 0.294 2.000 0
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